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Member of the DFG Fachkolleg “Structural Biology”

Coordinator of EU projects: R-NMR and Fragment-Screen

Executive Director Instruct-ERIC

Coordinator of the global research alliance: Covid19-nmr

Representative of the Senate of Goethe University Frankfurt in “Hochschulrat”
EU representative of Goethe University Frankfurt

Coordinator: DFG-funded Network of German NMR Centres

Chairman of the Frankfurt section of the Society of German Chemists (GDCh)
Speaker: DFG-SFB 902: “Molecular principles of RNA-based regulation”
Speaker: DFG-Cluster of Excellence EXC115: “Macromolecular Complexes”
Member and chair of the DFG panel: large equipment (“Apparateausschul}”)
Speaker: DFG-SFB 579: “RNA-Ligand-Interactions”

Deputy director: DFG-Center of Excellence: Macromolecular Complexes
Member of Senate of Goethe-University Frankfurt

Coordinator of 5 EU-funded programmes

Managing Director of the Center for Biomolecular Magnetic Resonance, BMRZ
Head of the Department (Dekan) “Biochemistry, Chemistry and Pharmacy”
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Recipient of the Georgsplakette of the Roman-Catholic diocese Limburg
Richard Ernst Award of EUROMAR

Best PhD thesis advisor award, University Frankfurt.

Szent-Gyorgyi Albert lecturer in Budapest

“Scientist of the Year” of Kassel Foundation, University Frankfurt.
Department Prize for Teaching, University Frankfurt

1822-Prize for Teaching; University Frankfurt
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2001 Pew Scholar for Biomedical Sciences, Fellow of the Alfred P. Sloan Foundation

2000 Karl Winnacker Preis of Aventis Foundation

1999 Gerhard Hess Preis of DFG

1996 Liebig Stipend of the Fonds der Chemischen Industrie

1993-1995 Human Capital and Mobility Fellow, EU.

1993 Studienabschlusspreis of the Fonds der Chemischen Industrie, Promotion

1989-1993 Member of the Graduate program: “Chemische und Biologische Synthese von
Wirkstoffen®, Institut fur Organische Chemie, Frankfurt/Main.
1987-1990  Member of the “Studienstiftung des Deutschen Volkes*

Research Interests

Structural Biology of Proteins and RNA studied by NMR spectroscopy
Time-Resolved NMR spectroscopy

RNA Folding and Regulation

Protein Folding; non-native states of proteins

NMR-based drug design (kinases, phosphatases, GPCRS)

Synthesis of isotope labelled RNA, DNA, peptides and photolabile compounds
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2004 iLab: Systems Biology challenges Chemistry (together with G. Wess, Aventis)

2007 ICMRBS Gottingen (co-organizer)
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DFG Germany, NWO Netherlands, FWO Austria, CNS France, Wellcome-Trust UK, BBSRC UK,
National Science Foundation USA, NIH USA, Science Foundation Belgium, Excellence programme
Slovenia, German Israel Foundation, Czech Science Foundation, Klaus-Tschira-Preis, DAAD, Czech
Science Foundation, EPSRC UK, Novo Nordisk foundation. Accounts in Chemical Research,
Angew. Chem. Int. Ed., Biochemistry, Bioorganic and Medicinal Chemistry, Biophysical J.,
ChemBioChem, ChemComm, Chemistry A European Journal, ChemPhysChem, Febs Lett., J. Am.
Chem. Soc., J. Biomol. NMR, J. Chem. Theor. and Computation, J. Magn. Reson., J. Mol. Biol., J.
Phys. Chem., Magnetic Resonance in Chemistry, Nature, Nucleic Acids Res., Plos One, Proc. Natl.
Acad. Sci. USA, RNA, Science, Structure.
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M. A. Becker et al. (2024) m6A methylation of transcription leader sequence impacts discontinuous
transcription of subgenomic mRNAs. Chemistry — a European Journal, in press.

S. Toews, A. Wacker et al. (2024) The 5-terminal stem-loop RNA element of SARS-CoV-2 features highly
dynamic structural elements that are sensitive to differences in cellular pH. Nucl. Acids Res., in press.

J. Vogele et al. (2024) Structure of an internal loop motif with three consecutive U+U mismatches from stem-
loop 1 in the 3'-UTR of the SARS-CoV-2 genomic RNA. Nucl. Acids Res., in press.

T. Matzel, M. Wirtz Martin et al. (2024) NMR characterization and ligand binding site of the stem loop 2 motif
(s2m) from the Delta variant of SARS-CoV-2. RNA 30, 779-794.

N. Altincekic, N. Jores, et al. (2023) Targeting main protease (Mpro, nsp5) by growth of fragment scaffolds
exploiting structure-based methodologies. ACS Chem. Biol. 19, 563-574.

D. Hymon, J. Martins, et al. (2023) NMR 'H, **F-based screening oft he four stem-looped structure 5_SL1-SL4
located in the 5’-untranslated region of SARS-CoV-2 RNA. RSC Med. Chem. 15, 165-177.

J. Vogele et al. (2023) High-resolution structure of stem-loop 4 from the 5-UTR of SARS-CoV-2 solved by
solution state NMR. Nucl. Acids Res. 51, 11318-11331.

Européaische Patentanmeldung EP22151440.9, Molecules targeting viral rna and/or viral rna-protein complexes
for use in the treatment of viral infections, in particular covid-19

Y. Li et al. (2023) Crystal structure of the CoV-Y domain of SARS-CoV-2 nonstructural protein 3. Sci Rep. 13,
2890.

H. Berg, M. Wirtz-Martin, N. Altincekic et al. (2022) Comprehensive Fragment Screening of the SARS-CoV-2
Proteome Explores Novel Chemical Space for Drug Development. Angew. Chem. Int. Ed. Engl. 61,
€202205858.

A.C. Tsika et al. (2022) Binding adaptation of GS-441524 diversifies macro domains and downregulates
SARS-CoV-2 deMARYylation capacity. J. Mol. Biol. 434, 167720.

J. Kim et al. (2022) The extended Hadamard transform: sensitivity-enhanced NMR experiments among labile
and non-labile 'H of SARS-CoV-2-derived RNAs. ChemPhysChem 23, e202100704.

K.R. Mertinkus, J.T. Griin et al. (2022) *H, **C, and N Assignment of stem-Loops 5b+cfrom the 5-UTR of
SARS-CoV-2. Biomolecular NMR assignments, 10.1007/s12104-021-10053-4.

C. Richter, K. F. Hohmann et al. (2021) *H, **C, and N Assignment of Stem-Loop SL1 from the 5-UTR of
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S. Sreeramulu, C. Richter et al. (2021) Exploring the druggability of conserved RNA regulatory elements in the
SARS-CoV-2 genome. Angew. Chem. Int. Ed. Engl. 60, 19191-19200.

J. Vogele et al. (2021) 'H, *C, *®N and *'P chemical shift assignment for stem-loop 4 from the 5-UTR of
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J. Kim et al. (2021) 3D Heteronuclear Magnetization Transfers for the establishment of secondary structures in
SARS-CoV-2-derived RNAs. J. Am. Chem. Soc. 143, 4942-4948 (JACS spotlight).

F. E. Dudas et al. (2021) Backbone chemical shift spectral assignments of SARS coronavirus-2 non-structural
protein nsp9. Biomolecular NMR assignments 15, 235-241.



Y. Wang et al. (2021) 'H, **C, and N backbone chemical-shift assignments of SARS-CoV-2 non-structural
protein 1 (leader protein). Biomolecular NMR assignments 15, 287-295.
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domain of SARS-CoV-2 non-structural protein 3e. Biomolecular NMR assignments 14, 329-333.

F. Cantini et al. (2020) 'H, **C, and "N backbone chemical shift assignments of the apo and the ADP-ribose
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A. Wacker, J.E. Weigand et al. (2020) Secondary structure determination of conserved SARS-CoV-2 RNA
elements by NMR spectroscopy. Nucl. Acids Res. 48, 12415-12435. (breakthrough paper).
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collaboration. Angew. Chem. Int. Ed. Engl. 62, €202217171.

J. Adam et al. (2022) NMR-Spektroskopie: Auf der Suche nach Covid-Wirkstoffen. Analyticapro, S. 28.
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Ten highlight publications

Protein Folding
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RNA Folding and Regulation
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couples ligand and temperature sensing in riboswitches. Nature 499, 355-359.
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elLife, e21297.
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elements by NMR spectroscopy. Nucl. Acids Res. 48, 12415-12435. (breakthrough paper).
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from the crystal structure of mitochondrial complex I. Science 347, 44-49.

NMR-based Drug Design

S. Sreeramulu, C. Richter et al. (2021) Exploring the druggability of conserved RNA regulatory elements in the
SARS-CoV-2 genome. Angew. Chem. Intl. Ed. Engl. 60, 19191-19200.

H. Berg, M. Wirtz-Martin, N. Altincekic et al. (2022) Comprehensive Fragment Screening of the SARS-CoV-2
Proteome Explores Novel Chemical Space for Drug Development. Angew. Chem. Int. Ed. Engl. 61,
€202205858.
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RNA 30, 779-794.

396. N. M. Krause, J.K. Bains, J. Blechar, C. Richter, |. Bessi, P. Grote, M.S. Leisegang, R.P. Brandes*, H.
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Biosensors 13, 455.

383. B. Hargittay, K.S. Mineev, C. Richter, S. Sreeramulu, H.R.A. Jonker, K. Saxena, H. Schwalbe (2023)
NMR Resonance Assignment of a Fibroblast Growth Factor 8 splicing isoform b. Biomolecular NMR
Assignment 17, 135-142.
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